Phages In feces:
Developing a platform for discovery of Enterococcus lysins
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1. Background: Antibiotics and Microbiome 2. Inspiration: Phages from Feces

Bacteriophages Lysins Bacterial lysis
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Bacteriophages are viruses infecting specific bacteria. Lysins
encoded by Dbacteriophages are enzymes degrading the
bacterial cell wall, possibly resulting in osmotic lysis (2).

Due to their narrow-spectrum, often at the serovar, species or

genus level, lysins are considered as microbiome-friendly
antibacterials (3).

3. Approach: a Platform for Lysin Discovery 4. Take home
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Although currently used broad-spectrum antibiotics help
eliminating disease-causing bacteria, they are often not
specific to genus or species level. This can result In a
disturbed microbiome, which is related to several diseased
states, such as diabetes and inflammatory bowel disease (1).
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XX Here, an approach to find

new lysins is proposed,
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The aim of this research project is to develop a platform for high-throughput discovery of lysins, DA iris.pottie@ugent.be

starting from feces.
Although the platform will focus on enterococci, it will be adjustable to use diverse start materials

and to target diverse bacteria. Therefore, such a generic platform could contribute to the
establishment of lysins as a new, narrow-spectrum antibiotic class with a multitude of possible
applications.
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