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Repeatability
A450 of reference 
solution ≤ 2% 
(RSD, n=3)

Interferences
A450 of placebo 
solution ≤ 0.14

Sensitivity
A450 of reference 
solution ≥ 0.30

ATP

An accurate and 
precise method with 
practical simplicity, 
time and cost 
economy
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Precision of 
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CMVs

Nessler assay
- CKI/CHgI2

- CHgI2 final
- CNaOH/CHgI2

- Reaction time   

Enzyme activity assay
- Reaction temperature
- CL-Asn

- pH (buffer solution)
- CKH2PO4 (buffer solution)
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